Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.004 Å; R factor = 0.071; wR factor = 0.164; data-to-parameter ratio = 12.4.
In the molecule of the title compound, C 20 H 16 N 6 , the central C-C bond lies on a crystallographic inversion centre. The quinoxalidine ring is nearly planar, with a maximum deviation of 0.021 (2) Å from the mean plane. The crystal structure is stabilized by intermolecular C-HÁ Á ÁN interactions, leading to the formation of a layer-like structure, which extends along the a axis.
Related literature
For the synthesis of the Schiff base, see: Zolezzi et al. (1999) . For the properties of Schiff base ligands, see: Gupta & Sutar (2008) ; Harmenberg et al. (1991) ; Mayadevi et al. (2003) ; Miller et al. (1999) ; Naylor et al. (1993) ; Sreekala & Yusuff (1994) ; Xavier et al. (2004) ; Yusuff & Sreekala (1991) . For related structures, see: Habibi et al. (2006) ; Taylor & Kennard (1982) .
Experimental
Crystal data 
Data collection
Bruker SMART CCD area-detector diffractometer Table 1 Hydrogen-bond geometry (Å ,  ) . Symmetry codes: (i) x þ 1; y; z; (ii) x À 1; y; z.
Data collection: SMART (Bruker, 2000) ; cell refinement: SAINT (Bruker, 2000) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) and/or ORTEP-3 (Farrugia, 1997); software used to prepare material for publication: SHELXL97 and PLATON (Spek, 2003) . 
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Comment
Schiff bases derived from aldehydes and diamines constitute one of the most relevant synthetic ligand systems. They find application in a broad range of transition metal catalyzed reactions including lactide polymerization, epoxidation of olefins, hydroxylation and asymmetric ring opening of epoxides (Gupta & Sutar, 2008) . Many drug candidates bearing quinoxaline core structures are in clinical trials in antiviral (Harmenberg et al., 1991) , anticancer and central nervous system therapeutic areas (Naylor et al., 1993) . Catalytic and antibacterial activities have been observed for the Schiff base complexes derived from Quinoxaline-2-carboxaldehyde (Yusuff & Sreekala, 1991; Sreekala & Yusuff, 1994; Mayadevi et al., 2003) . Ethylenediamine groups appear to be of importance for various transition metal catalysis (Miller et al., 1999; Xavier et al., 2004) .
We have recently prepared the title compound (1), and report here its structure.
The single-crystal X-ray structure determination of (1) was carried out at 298 (2) K. The structure analysis showed that the compound to form in triclinic space group P-1 with a =6.888 (2) A°, b=7.381 (3) A°, c=9.638 (4) A° and α = 101.674 (6)°, β = 96.233 (6)°, γ = 116.046 (5)° with z=1. A perspective drawing is depicted in figure 1 with the atomic numbering scheme. The C10-N3-C9, N3-C9-C8 angles are 117.9 (2)° and 121.5 (2)° respectively. The N3-C10 and N3-C9 bond lengths are 1.455 (3) A° and 1.260 (3) A° respectively. In this compound (1), the short (C-)H···N contacts are responsible for the stability of layer structure (figure 3) which extends along the a axis (Taylor & Kennard, 1982) . The (C-)H···N distances and C-H-N angles are given in table 1.
Experimental
A hot solution of ethylenediamine (1 mmol) in methanol (25 ml) was slowly added over a hot solution of quinoxaline-2-carboxaldehyde (2 mmol) in the same solvent (50 ml). The resulting mixture on cooling yielded the crude product. The precipitated diimine was filtered off and washed with cold methanol. Light yellow single crystals of (1) were obtained from a solution of dichloromethane by slow evaporation.
Refinement
H atoms were positioned geometrically with, C-H = 0.93 A° and refined in riding mode with U iso (H) = 1.2Ueq(C).
Figures Fig. 1 . An ORTEP-3 (Farrugia, 1997) plot of the (I) compound, with the atomic labelling scheme. The shapes of the ellipsoids correspond to 50% probability contours of atomic displacement.
sup-2 
N,N'-Bis[(E)-quinoxalin-2-ylmethylidene]ethane-1,2-diamine
Crystal data sup-3 116.2 (2) N1-C6-C5 120.9 (2) C9-N3-C10 117.9 (2) C1-C6-C5 119.4 (2) C2-C1-C6 119.9 (3) N1-C7-C8 124.0 (2) C2-C1-H1 120.1 N1-C7-H7 118.0 C6-C1-H1 120.1 C8-C7-H7 118.0 C1-C2-C3 121.0 (3) N2-C8-C7 121.6 (2) C1-C2-H2 119.5 N2-C8-C9 116.9 (2) C3-C2-H2 119.5 C7-C8-C9 121.5 (2)
